
Additional File 4. Comparison of differentially regulated genes following RV infection in 
HUVEC, HSaVEC, HEF and Hs888Lu. (a) Venn diagram showing the intersections between the up- 
and down-regulated gene lists of HUVEC and HSaVEC (this study) and of HEF and Hs888Lu (1). 
Commonly regulated genes are depicted in the overlapping area and the number of commonly 
regulated genes is indicated. The figure is modified from VENNY(2). (b) Biological processes of the 86 
transcripts that were affected after RV infection in both HUVEC and HEF. Displayed are the ranked 
Bonferroni corrected p-values of significantly enriched biological processes and pathways (p ≤ 0.01). 
Related terms were grouped and the most significant term of the group was defined as the group 
leading term. Numbers at the bar represent genes (in %) from the cluster that were associated with the 
term. 
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